RAW SEQUENCE LISTING 



Loaded by SCORE, no errors detected. 

Application Serial Number: 3& 3 

Source: OX^ET 



Date Processed by SCORE: Q&- - <£B 



ENTERED 



<110> APPLICANT: CHILDREN'S MEDICAL CENTER CORPORATION 
BENOWITZ, LARRY I. 
FISCHER, DIETMAR 

<120> TITLE OF INVENTION: METHOD FOR TREATING NEUROLOGICAL DISORDERS 
<130> FILE REFERENCE: 70103 9-054381-PCT 



<140> CURRENT APPLICATION NUMBER : 10580364 

<141> CURRENT FILING DATE : 0001-01- 01 

<150> PRIOR APPLICATION NUMBER: PCT/US04/422 55 

<151> PRIOR FILING DATE: 2004-12-10 

<150> PRIOR APPLICATION NUMBER: 60/529,833 

<151> PRIOR FILING DATE: 2003-12-16 

<160> NUMBER OF SEQ ID NOS : 18 

<170> SOFTWARE: Patentln Ver. 3.3 

<210> SEQ ID NO 1 

<211> LENGTH: 40 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<4 00> SEQUENCE: 1 

Arg lie Tyr Lys Gly Val lie Gin Ala lie Gin Lys Ser Asp Glu Gly 

15 10 15 

His Pro Phe Arg Ala Tyr Leu Glu Ser Glu Val Ala lie Ser Glu Glu 

20 25 30 

Leu Val Gin Lys Tyr Ser Asn Ser 
35 40 



<210> SEQ ID NO 2 

<211> LENGTH: 25 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<4 00> SEQUENCE: 2 

lie Gin Lys Ser Asp Glu Gly His Pro Phe Arg Ala Tyr Leu Glu Ser 

1 5 10 15 

Glu Val Ala He Ser Glu Glu Leu Val 
20 25 

<210> SEQ ID NO 3 

<211> LENGTH: 25 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<4 00> SEQUENCE: 3 

Arg Ala Tyr Leu Glu Ser Glu Val Ala He Ser Glu Glu Leu Val Gin 

15 10 15 

Lys Tyr Ser Asn Ser Ala Leu Gly His 
20 25 

<210> SEQ ID NO 4 

<211> LENGTH: 25 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<4 00> SEQUENCE: 4 

Ser Glu Glu Leu Val Gin Lys Tyr Ser Asn Ser Ala Leu Gly His Val 

15 10 ' 15 

Asn Cys Thr He Lys Glu Leu Arg Arg 
20 25 



<210> SEQ ID NO 5 

<211> LENGTH: 25 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 



<4 00> SEQUENCE : 5 

Ala Leu Gly His Val Asn Cys 

1 5 
Leu Val Asp Asp Leu Val Asp 
20 

<210> SEQ ID NO 6 

<211> LENGTH: 40 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<4 00> SEQUENCE: 6 

Arg lie Tyr Lys Gly Val lie 

1 5 
His Pro Phe Arg Ala Tyr Leu 
20 

Leu Val Gin Lys Tyr Ser Asn 
35 

<210> SEQ ID NO 7 

<211> LENGTH: 66 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<4 00> SEQUENCE: 7 



Phe 


Arg 


He 


Tyr 


Lys Gly Val 


1 








5 


Gly 


His 


Pro 


Phe 


Arg Ala Tyr 








20 




Glu 


Leu 


Val 


Gin 


Lys Tyr Ser 






35 






Thr 


He 


Lys 


Glu 


Leu Arg Arg 




50 






55 


Ser 


Leu 









65 

<210> SEQ ID NO 8 

<211> LENGTH: 473 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 8 



Met 


Lys 


Arg 


Ala 


Ser 


Ala Gly 


1 








5 




Trp 


Leu 


Gin 


Ala 


Trp 


Gin Val 








20 






Cys 


Tyr 


Asn 


Glu 


Pro 


Lys Val 






35 








Gin 


Ala 


Val 


Pro 


Val 


Gly He 




50 








55 


His 


Gly 


Asn 


Arg 


He 


Ser His 


65 










70 


Arg 


Asn 


Leu 


Thr 


He 


Leu Trp 










85 




Asp 


Ala 


Ala 


Ala 


Phe 


Thr Gly 








100 






Ser 


Asp 


Asn 


Ala 


Gin 


Leu Arg 






115 








Leu 


Gly 


Arg 


Leu 


His 


Thr Leu 




130 








135 


Leu 


Gly 


Pro 


Gly 


Leu 


Phe Arg 


145 










150 


Leu 


Gin 


Asp 


Asn 


Ala 


Leu Gin 



165 



Thr 


He 


Lys 


Glu 


Leu Arg Arg 


Leu 


Phe 






10 








15 




Ser 


Leu 






























Gin 


Ala 


He 


Gin 


Lys Ser Asp 


Glu 


Gly 






i n 
1U 








lb 




Glu 


Ser 


Glu 


Val 


Ala He 


Ser 


Glu 


Glu 




25 








30 






Ser 
















4 U 
















He 


Gin 


Ala 


He 


Gin Lys 


Ser 


Asp 


Glu 






10 








15 




Leu 


Glu 


Ser 


Glu 


Val Ala 


He 


Ser 


Glu 




25 








30 






Asn 


Ser 


Aia 


Leu Gly His 


Val 


Asn 


Cys 


40 








45 








Leu 


Phe 


Leu 


Val 


Asp Asp 


Leu 


Val 


Asp 










60 








Gly Ser Arg 


Leu Leu Ala Trp 


val 


Leu 






10 








Id 




Ala 


Ala 


Pro 


Cys 


Pro Gly Ala 


Cys 


val 




25 








30 






Thr 


Thr 


Ser 


Cys 


Pro Gin 


Gin 


oiy 


Leu 


40 








45 








Pro 


Ala 


Ala 


Ser 


Gin Arg 


He 


Pne 


Leu 










60 








Val 


Pro 


Ala 


Ala 


Ser Phe 


Arg 


Ala 


Cys 








75 








o u 


Leu 


His 


Ser 


Asn 


Val Leu 


Ala 


Arg 


lie 






90 












Leu 


Ala 


Leu 


Leu 


Glu Gin 


Leu 


Asp 


Leu 




105 








110 






Ser 


Val 


Asp 


Pro 


Ala Thr 


Phe 


His 


Gly 


120 








125 








His 


Leu Asp 


Arg 


Cys Gly Leu 


Gin 


Glu 










140 








Gly 


Leu 


Ala 


Ala 


Leu Gin 


Tyr 


Leu 


Tyr 








155 








160 


Ala 


Leu 


Pro 


Asp Asp Thr 


Phe 


Arg 


Asp 






170 








175 





Leu 




Asn 


Leu 


inr 


WIS 


Leu 


irlie 


Leu 


TT -J 0 

nl S 


Uiy 


Asn 


Arg 


Tip 

lie 


Ocx 


Ser 








"1 O A 

180 










lob 










1 Qfl 






Vdl 


Pro 


blU 


Arg 


Ala 

Aia 


rile 


Arg 


uiy 


Leu 


111 S 


Ser 


Leu 


Asp 


Arg 


XlG U. 


Leu 






1 nr 

iy b 










oftft 

2 U U 










o n 
z u b 








Leu 


Hi c 

ni b 


Ulll 


Asn 


Arg 


Val 
V al 


Al a 


nib 


Va 1 
v ax 


u-j e 
mo 


xrx 


nio 


Al A 

rVl a 


Phe 


Arg 


A Qn 




210 










21b 










o O A 

22 0 










Leu 


uiy 


Arg 


Leu 


iYie u 


i nr 


Leu 


Tyr 


Leu 


jrne 


Al a 
Ala 


Asn 


A an 


T .Al 1 
XjC U. 




Ala 

Aia 


225 










O O A 

230 










23b 










O /I A 

2 4 0 


Leu 


Piro 


inr 


U1U 


Ala 
Aid 


Leu 


Ala 

Aia 


Pro 


Leu 


Arg 


Ala 

Aia 


Leu 


VjXII 


iyr 


Jj6U 


Arg 










245 










2 50 










o c c 
2bb 




Leu 


Asn 


Asp 


Asn 


Pro 


Trp 


\7a 1 

vai 


Cys 


Asp 


Cys 


Arg 


Ala 

Aia 


Arg 


Pro 


Leu 


Trp 








O C A 
2 O (J 










2 ob 










2 / U 






Aid 


Trp 


Leu 


Pin 
will 


Lys 


xrllc 


Arg 


nl \r 

uiy 


Ser 


Ser 


Ser 


ulU 


1 

v ax 


xrX (J 


Lyfa 


C Q >- 

OCX 






O T C 

2 7b 










O O A 

2 a 0 










O Q C 

2 o b 








Leu 


Pro 


uin 


Arg 


Leu 


Aia 


Pi v 

uiy 


Arg 


Asp 


Leu 


Lys 


Arg 


Leu 


Ala 
Hid 


Al a 

Aia 


Asn 




o o r\ 

2 y o 










2 y b 










O A A 

3 u 0 










Asp 


Leu 


uin 


uiy 




aia 
Ala 


Va 1 

v ai 


Al a 
Ala 


1 III. 


uiy 


JrlO 


iyr 


nx o 


fx CJ 


lie 


Trp 


n r\ c 
3 05 










3 10 










•51 C 

31b 










3 2 U 


inr 


r*l w 
uiy 


Arg 


Ala 
Ala 


Thr 


Asp 


ulU 


ulU 


Pro 


Leu 


vjiy 


Leu 


ir X U 


Lys 




Lys 










32 b 










"3 O A 

3 3 0 










1 O C 

33 b 






Pro 


Asp 


A 1 -3 

Ala 


Ala 

Aia 


Asp 


Lys 


A 1 -a 

Aia 


Ser 


T7a 1 
Vdl 


Leu 


r*i n 
UlU 


Pro 


uiy 


Arg 


Pro 








"5 yl A 
34 0 










34b 










"3 C A 

3 b U 






Ala 

Ala 


Ser 


Ala 
Aid 


biy 


Asn 


Ala 

Aia 


Leu 


Lys 


uiy 


Arg 


"\7a 1 

vai 


Pro 


Pro 


biy 


Asp 


Ser 






3 55 










"> C A 

3 60 










"2 £ c 

3 ob 








Piro 


Pro 


Uiy 


Asn 


uiy 


Ser 


uiy 


Pro 


Arg 


ill o 


Tl 

lie 


Asn 


Asp 




Pro 


XT XlC 




OTA 

370 










O T C 

375 










O O A 

3 o 0 










\j±y 


1 11 X 


Leu 


c L KJ 


uxy 


OCX 


Al a 
t\±. d 


m n 

vjIU 


IT I. \J 


XT IU 


J_lC LI 


X IJ.X 


7\T a 
rVl a 


Va 1 
v ax 


A rn 

Arg 


XrX U 


o o c 

Job 










3 y u 










3 y b 










^ ftft 

4 0 U 


oiu 


uiy 


Ser 


U1U 


Pro 


Pro 


fl XT' 

uiy 


pne 


Pro 


Thr 


Ser 


Al,r 

uiy 


Pro 


Arg 


Arg 


Arg 










A A C 

4 0b 










/I T A 
410 










41b 




Pro 


uiy 




O O -v- 

ocx 


Arg 


Lys 


Asn 


Arg 


1 III. 


Arg 


G o v 

OCX 


nib 


v^yb 


Arg 


Leu 


uiy 








420 










425 










430 






Gin 


Ala 


Gly 


Ser 


Gly 


Gly 


Gly 


Gly 


Thr 


Gly 


Asp 


Ser 


Glu 


Gly 


Ser 


Gly 






435 










A A A 










/l A C 

44 b 








Ala 


Leu 


Pro 


Ser 


Leu 


inr 


Cys 


Ser 


Leu 


inr 


Pro 


Leu 


Lriy 


Leu 


Aia 


Leu 




450 










A C C 

4bb 










A £ A 

46 0 










Val 


Leu 


Trp 


Thr 


Val 


Leu 


uiy 


Pro 


Cys 
















465 










470 






















SEQ 


ID NO 9 




























LENGTH : 


473 




























TYPE : PRT 




























ORGANISM: Mus musculus 






















SEQUENCE: 9 




























Met 


Lys 


Arg 


Ala 


Ser 


Ser 


uiy 


uiy 


Ser 


Arg 


Leu 


Leu 


Aia 


Trp 


vai 


T AT 1 

Leu 


1 








5 










"I A 
1 U 










15 




Trp 


Leu 


Gin 


Ala 


Trp 


Arg 


vai 


A 1 -a 

Aia 


Thr 


Pro 


Cys 


Pro 


<jiy 


Aia 


Cys 


vai 








20 










25 










30 






Cys 


Tyr 


Asn 


Glu 


Pro 


Lys 


vai 


rpl_ „ 

inr 


inr 


Ser 


Cys 


Pro 


Gin 


Gin 


Gly 


Leu 






35 










/I A 

40 










45 








Gin 


Ala 


Val 


Pro 


Thr 


Gly 


lie 


Pro 


Aia 


Ser 


Ser 


bin 


Arg 


lie 


Pne 


Leu 




50 










55 










60 










His 


Gly 


Asn 


Arg 


He 


Ser 


His 


vai 


Pro 


Aia 


TV "1 _ 

Ala 


Ser 


Pne 


Gin 


Ser 


Cys 


65 










70 










75 










80 


Arg 


Asn 


Leu 


Thr 


He 


Leu 


irp 


Leu 


nx o 


C O T* 
OCX 


Asn 


aia 


Leu 


Ala 

Aia 


Arg 


Tip 

lie 










85 










90 










95 




Asp 


Ala 


Ala 


Ala 


Phe 


Thr 


Gly 


Leu 


Thr 


Leu 


Leu 


Glu 


Gin 


Leu 


Asp 


Leu 








100 










105 










110 






Ser 


Asp 


Asn 


Ala 


Gin 


Leu 


His 


Val 


Val 


Asp 


Pro 


Thr 


Thr 


Phe 


His 


Gly 






115 










120 










125 








Leu 


Gly 


His 


Leu 


His 


Thr 


Leu 


His 


Leu 


Asp 


Arg 


Cys 


Gly 


Leu 


Arg 


Glu 





13 0 










135 


Leu 


Gly 


Pro 


Gly 


Leu 


Pne 


Arg 


145 










150 




Leu 


Gin 


Asp 


Asn 


Asn 


Leu 


Gin 










165 






Leu 


Gly 


Asn 


Leu 


Thr 


TT ' 

HIS 


Leu 








180 








Val 


Pro 


Glu 


His 


Ala 


Phe 


Arg 






195 










Leu 


HIS 


Gin 


A «-1 -r-L 

Asn 


TT « 

HIS 


val 


Ala 




210 










2 15 


Leu 




Arg 


Leu 


iviet 


inr 


Leu 


225 










23 0 




Leu 


Pro 


Ala 


Glu 


val 


Leu 


Met 










245 






Leu 


Asn 


ASp 


Asn 


Pro 


Trp 


vai 








260 








Ala 


Trp 


Leu 


Gin 


Lys 


Phe 


Arg 






275 










T An 

Leu 


Pro 


(jrin 


Arg 


Leu 


Ala 


Asp 




290 










295 


Asp 


Leu 


Glu 


Gly 


Cys 


Ala 


val 


305 










310 




Thr 


Ser 




Leu 


Thr Asp 


bill 










325 






Gin 


Pro 


Asp 


Ala 


Ala 


Asp 


Lys 








340 








Ala 


Ser 


Ala 


uiy 


Asn 


Ala 


Leu 






355 










Pro 


Pro 


uiy 


Asn 


Gly Ser 


uiy 




370 










375 


Gly 


Thr 


Leu 


Pro 


Ser 


Ser 


Ala 


385 










390 




Gly 


Gly 


Ser 


Glu 


Pro 


Pro 


Gly 










405 






Pro 


Gly 


Cys 


Ser 


Arg 


Lys 


Asn 








420 








Gin 


Ala 


Gly 


Ser 


Gly Ala 


Ser 






435 










Ala 


Leu 


Pro 


Ala 


Leu 


Ala 


Cys 




450 










455 


Val 


Leu 


Trp 


Thr 


Val 


Leu 


Gly 


465 










470 





<210> SEQ ID NO 10 

<211> LENGTH: 344 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<4 00> SEQUENCE: 10 



Met 


Lys 


Arg 


Ala 


Ser 


Ala 


Gly 


1 








5 






Trp 


Leu 


Gin 


Ala 
20 


Trp 


Gin 


Val 


Cys 


Tyr 


Asn 
35 


Glu 


Pro 


Lys 


Val 


Gin 


Ala 
50 


Val 


Pro 


Val 


Gly 


He 
55 


His 


Gly 


Asn 


Arg 


He 


Ser 


His 


65 










70 




Arg 


Asn 


Leu 


Thr 


He 
85 


Leu 


Trp 











140 












Leu 


Aia 


Aia 


Leu 


Liin 


Tyr 


Leu 


Tyr 








155 










160 


Aia 


Leu 


Pro 


Asp 


Asn 


inr 


Fne 


Arg 


Asp 






170 










175 




Pne 


Leu 


His 


Gly 


Asn 


Arg 


He 


Pro 


Ser 




185 










190 






biy 


Leu 


HIS 


Ser 


Leu 


Asp 


Arg 


Leu 


Leu 


200 










2 05 








Arg 


vai 


TJi r-i 

HIS 


Pro 


TJ -1 — , 

Ml S 


Aia 


pne 


Arg 


Asp 










220 










Tyr 


Leu 


Pne 


Ala 


Asn 


Asn 


Leu 


Ser 


Met 








235 










240 


Pro 


Leu 


Arg 


Ser 


Leu 


Cain 


Tyr 


Leu 


Arg 






250 










255 




Cys 


Asp 


Cys 


Arg 


Ala 


Arg 


Pro 


Leu 


Trp 




265 










270 






Gly 


Ser 


Ser 


Ser 


Glu 


TT-1 

Val 


Pro 


Cys 


Asn 


280 










285 








Arg 


Asp 


Leu 


Lys 


Arg 


Leu 


Ala 


Ala 


Ser 










300 










Aia 


Ser 


Cjiy 


Pro 


pne 


Arg 


Pro 


lie 


tjin 








315 










320 


GlU 


Leu 


Leu 


Ser 


Leu 


Pro 


Lys 


Cys 


Cys 






330 










335 




Ala 


Ser 


T T_ "1 

Val 


Leu 


Glu 


Pro 


Gly 


Arg 


Pro 




345 










350 






Lys 


pi 
\j±y 


Arg 


TT- "I 

vai 


Pro 


Pro 


pi,, 
\j±y 


Asp 


Thr 


360 










365 








Pro 


Arg 


TT -J — 
HIS 


lie 


Asn 


Asp 


Ser 


Pro 


pne 










380 










CjIU 


Pro 


Pro 


Leu 


inr 


Aia 


Leu 


Arg 


Pro 








395 










400 


Leu 


Pro 


Thr 


Thr 


Gly 


Pro 


Arg 


Arg 


Arg 






410 










415 




Arg 


Thr 


Arg 


Ser 


His 


Cys 


Arg 


Leu 


Gly 




425 










430 






Gly 


Thr 


Gly 


Asp 


Ala 


Glu 


Gly 


Ser 


Gly 


440 










445 








Ser 


Leu 


Ala 


Pro 


Leu 


Gly 


Leu 


Ala 


Leu 










460 










Pro 


Cys 
















Gly 


Ser 


Arg 


Leu 


Leu 


TV -1 _ 

Ala 


Trp 


Val 


Leu 






10 










15 




Ala 


Ala 


Pro 


Cys 


Pro 


Gly 


Ala 


Cys 


Val 




25 










30 






Thr 


Thr 


Ser 


Cys 


Pro 


Gin 


Gin 


Gly 


Leu 


40 










45 








Pro 


Ala 


Ala 


Ser 


Gin 


Arg 


He 


Phe 


Leu 










60 










Val 


Pro 


Ala 


Ala 


Ser 


Phe 


Arg 


Ala 


Cys 








75 










80 


Leu 


His 


Ser 


Asn 


Val 


Leu 


Ala 


Arg 


He 






90 










95 





Asp 


Ala 

Aia 


a 1 a 


al a 

A J. Ct 


rue 


X 111. 


vj ± y 


Leu 








1UU 










Ser 


Asp 


Asn 


Ala 

Aia 


Ply, 


Leu 


Arg 


Ser 






TIC 

lib 










"I A A 


Leu 


uiy 


Arg 


Leu 


nlS 


1 11 XT 


Leu 


rllS 




130 










135 




Leu 


\j±y 


Dm 


uiy 


UC LI 


irue 


Arg 


lj ± y 


14 b 










lb U 






Leu 


Cjin 


Asp 


Asn 




Leu 


tain 


Til « 

Aia 










lOD 








Leu 


biy 


Asn 


Leu 


i in. 


nib 


Leu 


rile 








-i O rv 

loO 










vai 


Pro 


VjIU 


Arg 


Aia 


pne 


Arg 


Cjiy 






■toe 
195 










^ n a 

200 


Leu 


tj -! e 

ril S 


O-L 11 


Asn 


Arg 


Va 1 
V cl _L 


Aia 


TT -I e 
111 S 














one 
Z lb 




Leu 


m v 


Arg 


LlCU 


M^t- 


X 111. 


Leu 


lyr 


1 c 

z ^ b 










o i r» 






Leu 


rl O 


1 111. 


m n 

\jX U 


nld 


ilt-U 


M.± d 


Drn 

lr 170 










A A C 








Leu 


Asn 




7\ cn 




irp 


Va 1 
V Ct J. 


fx/a 
Lyo 








Z b U 










ai a. 


Trp 


Leu 


olil 


Ly s 


irliC 


Arg 


\j±y 






2 75 










a o a 

2 80 


uc u. 


f I \J 


m n 




Ti^i i 




Vj J. y 


Arg 




290 










295 




Asp 


Leu 


Gin 


Gly 


Cys 


Ala 


Val 


Ala 


305 










310 






Thr 


Gly 


Arg 


Ala 


Thr 


Asp 


Glu 


Glu 










325 








Gin 


Pro 


Asp 


Ala 


Ala 


Asp 


Lys 


Ala 



340 



7\ "1 _ 

Aia 


Leu 


Leu 


CjlU 


bin 


Leu 


Asp 


Leu 


105 










T 1 A 
110 






\7a 1 

vai 


Asp 


Pro 


Ala 

Aia 


inr 


rile 


TJ -! e 

nlS 


P1t, 

biy 










125 








Leu 


Asp 


Arg 


Cys 


uiy 


Leu 


bin 


GlU 








140 










Leu 


Aia 


Aia 


Leu 


bin 


Tyr 


Leu 


Tyr 






155 










160 


Leu 


Pro 


Asp 


Asp 


rpl- -v~ 

inr 


pne 


Arg 


Asp 




17 0 










175 




Leu 


HIS 


Gly 


Asn 


Arg 


Tl . 

lie 


Ser 


Ser 


185 










190 






Leu 


TT ' 

ril S 


Ser 


Leu 


Asp 


Arg 


Leu 


Leu 










205 








vai 


TT -1 

rllS 


Pro 


TJ -I _ 

rllS 


Ala 

Aia 


pne 


Arg Asp 








A A A 

22 0 










Leu 


pne 


Aia 


Asn 


Asn 


T mi 

Leu 


Ser 


Ala 






A "5 c 

2 3b 










240 


Leu 


Arg 


Aia 


Leu 


m t-i 
bin 


Tyr 


Leu 


Arg 




250 










255 




Asp 


Cys 


Arg 


Aia 


Arg 


Pro 


Leu 


Trp 


O /T C 

265 










ATA 

270 






Ser 


Ser 


Ser 


bill 


vai 


Pro 


Cys 


Ser 










285 








Asp 


Leu 


Lys 


Arg 


Leu 


Ala 


Ala 


Asn 








300 










Thr 


Gly 


Pro 


Tyr 


His 


Pro 


He 


Trp 






315 










320 


Pro 


Leu 


Gly 


Leu 


Pro 


Lys 


Cys 


Cys 




330 










335 





<210> SEQ ID NO 11 

<211> LENGTH: 310 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 11 



Met 


Lys 


Arg 


Ala 


Ser 


Ala 


Gly 


Gly 


Ser 


Arg 


Leu 


Leu 


Ala 


Trp 


Val 


Leu 


1 








5 










10 










15 




Trp 


Leu 


Gin 


Ala 
20 


Trp 


Gin 


Val 


Ala 


Ala 
25 


Pro 


Cys 


Pro 


Gly 


Ala 
30 


Cys 


Val 


Cys 


Tyr 


Asn 


Glu 


Pro 


Lys 


Val 


Thr 


Thr 


Ser 


Cys 


Pro 


Gin 


Gin 


Gly Leu 






35 










40 










45 








Gin 


Ala 


Val 


Pro 


Val 


Gly 


He 


Pro 


Ala 


Ala 


Ser 


Gin 


Arg 


He 


Phe 


Leu 




50 










55 










60 








His 


Gly 


Asn 


Arg 


He 


Ser 


His 


Val 


Pro 


Ala 


Ala 


Ser 


Phe 


Arg 


Ala 


Cys 


65 










70 










75 










80 


Arg 


Asn 


Leu 


Thr 


He 
85 


Leu 


Trp 


Leu 


His 


Ser 
90 


Asn 


Val 


Leu 


Ala 


Arg 
95 


He 


Asp 


Ala 


Ala 


Ala 
100 


Phe 


Thr 


Gly 


Leu 


Ala 
105 


Leu 


Leu 


Glu 


Gin 


Leu 
110 


Asp 


Leu 


Ser 


Asp 


Asn 
115 


Ala 


Gin 


Leu 


Arg 


Ser 
120 


Val 


Asp 


Pro 


Ala 


Thr 
125 


Phe 


His 


Gly 


Leu 


Gly 
130 


Arg 


Leu 


His 


Thr 


Leu 
135 


His 


Leu 


Asp 


Arg 


Cys 
140 


Gly 


Leu 


Gin 


Glu 


Leu 


Gly 


Pro 


Gly 


Leu 


Phe 


Arg 


Gly 


Leu 


Ala 


Ala 


Leu 


Gin 


Tyr 


Leu 


Tyr 


145 










150 










155 










160 


Leu 


Gin 


Asp 


Asn 


Ala 


Leu 


Gin 


Ala 


Leu 


Pro 


Asp 


Asp 


Thr 


Phe 


Arg Asp 










165 










170 










175 




Leu 


Gly 


Asn 


Leu 


Thr 


His 


Leu 


Phe 


Leu 


His 


Gly 


Asn 


Arg 


He 


Ser 


Ser 



